
BIOMEDICAL AND ENVIRONMENTAL SCIENCES 21, 53-62 (2008)  www.besjournal.com 
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Objective  To develop a technique for simultaneous detection of various target genes in Roundup Ready soybean by 
combining multiplex PCR and low-density DNA microarray.  Methods  Two sets of the multiplex PCR system were used to 
amplify the target genes in genetically modified (GM) soybean. Seventeen capture probes (PCR products) and 17 pairs of 
corresponding primers were designed according to the genetic characteristics of Rroundup Ready soybean (GTS40-3-2), maize 
(Mon810, Nk603, GA21), canola (T45, MS1/RF1), and rice (SCK) in many identified GM crops. All of the probes were 
categorized and identified as species-specific probes. One negative probe and one positive control probe were used to assess the 
efficiency of all reactions, and therefore eliminate any false positive and negative results. After multiplex PCR reaction, 
amplicons were adulterated with Cy5-dUTP and hybridized with DNA microarray. The array was then scanned to display the 
specific hybridization signals of target genes. The assay was applied to the analysis of sample of certified transgenic soybean 
(Roundup Ready GTS40-3-2) and canola (MS1/RF1).  Results  A combination technique of multiplex PCR and DNA 
microarray was successfully developed to identify multi-target genes in Roundup Ready soybean and MS1/RF1 canola with a 
great specificity and reliability. Reliable identification of genetic characteristics of Roundup Ready of GM soybean from 
genetically modified crops was achieved at 0.5% transgenic events, indicating a high sensitivity.  Conclusion  A combination 
technique of multiplex PCR and low-density DNA microarray can reliably detect and identify the genetically modified crops. 
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