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Graphical Abstract

Supplementary Table S1. Primer sequences of genes analyzed by quantitative real-time PCR

Gene Forward/reverse Primer Sequence (5' to 3')
Forward GGACAGGCAAAGATCGCAG
GSDMD
Reverse CACTCAGCGAGTACACATTCATT
Forward GGCAGACTGCATCTTAGTCAAC
ALG-2
Reverse GGTCTATGTGAGACAGGGACTT
Forward ATCGCTGCTAAACATTACCAGTT
Alix
Reverse AGGGTCCCAACAGTATCTGGA
Forward GAGAGCCAGCTCAAGAAAATGG
TSG101
Reverse TGAGGTTCATTAGTTCCCTGGA
Forward TGCAGAGGAGATTTCAACAGC
CHMP4B
Reverse TGTTTCGGGTCCACTGATTTC
Forward CTGTGGGTCTTTC CCGAA
TSLP
Reverse CAAGGGGAACCAGATGACAGA
Forward TCCTCTGAAGACCTGACC
PAR-2

Reverse TCTCCTTTCTCCCTA ATCCTC




