Biomed Environ Sci, 2022; 35(9): S1-S2

Biological adhesion4{ | 400
Biological regulation | 4,120
Cell killing4 M 27
Cellular component organization or biogenesis{ [ IS 1,801
Cellular process{ [ 6,669
Developmental process| [ 2,456
Establishment of localization{ [ 1,034
Growth1 [N 410
Hormone secretiony [N 99
Immune system process I 674
Localization{ GGG 2,358
Locomotion N 514
Metabolic process{ [ 5,400
Multi-organism process I 680
Multicellular organismal process- 2,884
Negative regulation of biological process{ GGG 756 ®
Positive regulation of biological process{ |GG 051 <
Regulation of biological process{  EEG— 3 513 g
Reproduction{ N 494 g
Reproductive process{ [N 469 -
Response to stirmulus{ G 3,095 5
Rhythmic process{ [N 2
signaling| I 2,061 a
Single-organism process{ [ 5,855
Cel{ e, 7,405
Celljunction{ [ 244 o
Cellpart{ e 7,405 =
Collagen trimer{ [ 14 g
Extracellular matrix{ [ 205 a
Extracellular matrix part{ [ 32 S
Extracellular region{ I 403 3
Extracellular region part{ I 391 3
Macromolecular complex- e 1,710 =
Membrane+ I 3,994
Membrane part{  FEEEE 3,286
Membrane-enclosed lumen+ 999 z
Organelle{ I 5,732 o
Organelle part{  EEE e 2,640 g
Synapse{ [N 86 s
Synapse part{ [ 46 at
Virion4 W4 5
Virion part{ W3 3
Antioxidant activity{ [l 28 S
Binding{ I 7,569
Catalytic activity{ I, 3,286
Channel requlator activity I -0
Electron carrier activity | ]
Enzyme regulator activity{ [ 570
Guanyl-nucleotide exchange factor activity- I 76
Metallochaperone activity - 11
Molecular transducer activity e 1,008
Nucleic acid binding transcription factor activity{ [ 638
Protein binding transcription factor activity- I 27/
Receptor activity{ [ 538
Receptor regulator activity | W
Structural molecule activity I 209
Translation regulator activity 11
Transporter activity I 660
2,500 5,000 7,.500 10,000

Number of genes

Supplementary Figure S1. GO functional classification of target genes of miRNAs induced by HRV16. The
x-axis shows the means number of DEGs (the number is presented by its square root value). The y-axis
shows GO terms. All GO terms are grouped into three categories: blue, biological process; green, cellular
component; orange, molecular function.
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Supplementary Figure S2. KEGG classification of target genes of miRNAs induced by HRV16. The x-axis
shows the number of DEGs. The y-axis shows the secondary KEGG pathway terms. All secondary pathway
terms are grouped in top pathway terms indicated in different colors.





